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ABSTRACT In this study, we assessed the potential synergistic effect of the Erns RNase
activity and the poly-U insertion in the 39 untranslated region (UTR) of the low-virulence
classical swine fever virus (CSFV) isolate Pinar de Rio (PdR) in innate and adaptive immu-
nity regulation and its relationship with classical swine fever (CSF) pathogenesis in pigs.
We knocked out the Erns RNase activity of PdR and replaced the long polyuridine
sequence of the 39 UTR with 5 uridines found typically at this position, resulting in a
double mutant, vPdR-H30K-5U. This mutant induced severe CSF in 5-day-old piglets and
3-week-old pigs, with higher lethality in the newborn (89.5%) than in the older (33.3%)
pigs. However, the viremia and viral excretion were surprisingly low, while the virus load
was high in the tonsils. Only alpha interferon (IFN-a) and interleukin 12 (IL-12) were
highly and consistently elevated in the two groups. Additionally, high IL-8 levels were
found in the newborn but not in the older pigs. This points toward a role of these cyto-
kines in the CSF outcome, with age-related differences. The disproportional activation of
innate immunity might limit systemic viral spread from the tonsils and increase virus
clearance, inducing strong cytokine-mediated symptoms. Infection with vPdR-H30K-5U
resulted in poor neutralizing antibody responses compared with results obtained previ-
ously with the parent and RNase knockout PdR. This study shows for the first time the
synergistic effect of the 39 UTR and the Erns RNase function in regulating innate immu-
nity against CSFV, favoring virus replication in target tissue and thus contributing to dis-
ease severity.

IMPORTANCE CSF is one of the most relevant viral epizootic diseases of swine, with high
economic and sanitary impact. Systematic stamping out of infected herds with and with-
out vaccination has permitted regional virus eradication. However, the causative agent,
CSFV, persists in certain areas of the world, leading to disease reemergence. Nowadays,
low- and moderate-virulence strains that could induce unapparent CSF forms are preva-
lent, posing a challenge for disease eradication. Here, we show for the first time the syn-
ergistic role of lacking the Erns RNase activity and the 39 UTR polyuridine insertion from
a low-virulence CSFV isolate in innate immunity disproportional activation. This might
limit systemic viral spread to the tonsils and increase virus clearance, inducing strong
cytokine-mediated symptoms, thus contributing to disease severity. These results high-
light the role played by the Erns RNase activity and the 39 UTR in CSFV pathogenesis,
providing new perspectives for novel diagnostic tools and vaccine strategies.
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Classical swine fever (CSF) is one of the most highly contagious viral diseases that
affect swine worldwide (1). The disease is caused by the CSF virus (CSFV), a mem-

ber of the Pestivirus genus within the Flaviviridae family. CSF has been eradicated in
central Europe but remains endemic in some regions of South and Central America
and Asia and in the Caribbean (2). The most recent outbreaks have been reported in
Colombia, Japan, Brazil, Bhutan, Ecuador, Russia, and Thailand. Notably, the recent out-
break of CSFV in Japan after 26 years of CSF-free status shows that CSFV remains a ree-
merging threat to pork production worldwide (2, 3). Moreover, long-term prevalence
of CSFV in regions of endemicity has led to a broad range of clinical outcomes, from
acute to chronic and subclinical, including persistent infection (1, 4).

CSFV is an enveloped virus with a single-stranded, positive-sense RNA genome of
approximately 12.3 kb. The RNA carries a single open reading frame (ORF) that encodes
a polyprotein flanked by 59 and 39 untranslated regions (UTRs). The translated polypro-
tein is processed into four structural proteins (C, Erns, E1, and E2) and eight nonstruc-
tural proteins (Npro, p7, NS2, NS3, NS4A, NS4B, NS5A, and NS5B) (5, 6).

The pestivirus proteins Npro and Erns interfere with the host’s innate immune responses
by counteracting type I interferon (IFN) synthesis, with implications in pathogenesis (7–10).
Functional Erns possesses a unique intrinsic RNase activity (11) which acts as an antagonist
for IFN induction by degrading viral single- and double-stranded RNA conditionally in the
extracellular space and in endocytic compartments (12, 13).

Previous studies showed that the low-virulence CSFV field isolate Pinar de Rio (PdR),
which can cause chronic and persistent forms of CSF, contains a unique and uninter-
rupted 36-uridine (poly-U) insertion in the 39 UTR (4, 14, 15). This poly-U insertion has
been associated with activation of immunity and reduction of virulence in piglets (16).
Likewise, a previous study also revealed loss of pathogenicity and replication capacity
in pigs when the Erns RNase function was abrogated in the low-virulence CSFV PdR
strain carrying the poly-U (17). Therefore, in the present study, we investigated the
potential synergistic effect of the Erns RNase activity and the poly-U insertion in the 39
UTR on the regulation of innate and adaptive immunity and its relationship with CSF
pathogenesis in pigs. To this end, a reverse genetics approach was used to analyze the
phenotype of a double mutant of the low-virulence PdR strain in which the RNase ac-
tivity of Erns was knocked out and the aforementioned 36 uridines of the 39 UTR were
replaced with 5 uridines common to most CSFV isolates at this position. We analyzed
the replication of this virus in monocyte-derived macrophages (MDM) and the IFN-a
induction in plasmacytoid dendritic cells (pDC) and determined pathogenicity, replica-
tion, cytokine induction, and immune responses in 5-day- versus 3-week-old pigs.

RESULTS
Inactivation of the Erns RNase and deletion of the poly-U sequence in PdR did

not impair virus replication in cell culture compared with that of the parent virus.
In order to study the synergistic role of the poly-U sequence found in the 39 UTR and the
Erns RNase activity of CSFV PdR, a double mutant of the PdR strain (vPdR-H30K-5U) that lacks
both determinants was constructed as described in Materials and Methods. The high spe-
cific infectivity of the RNA transcripts at rescue and the nucleotide sequence analysis of the
vPdR-H30K-5U virus passaged twice in PEDSV.15 cells confirmed the functionality and iden-
tity of the double mutant. The replication kinetics of the vPdR-H30K-5U virus did not differ
from the replication of the parent vPdR-36U and the RNase knockout vPdR-H30K-36U mu-
tant in freshly prepared porcine monocyte-derived macrophages (Fig. 1a). The absence of
any detectable Erns RNase activity of the vPdR-H30K-5U virus and of the vPdR-H30K-36U virus
described previously was verified in SK-6 cells and compared with those in the parent
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vPdR-36U and vPdR-5U control viruses (Fig. 1b), while viral protein expression was compa-
rable for the 4 viruses (Fig. 1c).

The vPdR-H30K-5U double mutant strongly activated the IFN-a response in
pDC. It was shown previously that Erns RNase activity could prevent IFN-a production
by pDC upon contact with CSFV-infected cells (17, 18). In this study, the PdR strain that
lacked Erns RNase activity resulted in strong activation of pDC, and significantly stron-
ger IFN-a production was observed when the pDC were stimulated by contact with
infected MDM compared with direct infection. Remarkably, the length of the poly-U
sequence of the 39 UTR had no effect on the level of IFN-a induction in pDC (Fig. 2).
This was observed both in the MDM-pDC coculture setup and after direct infection of
pDC. The two viruses with functional Erns, vPdR-36U and vPdR-5U, did not induce any
detectable IFN-a levels in pDC, either by direct infection or by contact with infected
MDM (Fig. 2).

FIG 1 Kinetics of replication and RNase activity of the different mutant vPdR-derived viruses. (a)
Porcine MDM were infected in parallel multiwell plates (one per time point) with either vPdR-36U,
vPdR-H30K-36U, or vPdR-H30K-5U and incubated for the indicated times. The mean virus titer from
triplicate infections was determined in SK-6 cells; error bars represent the standard deviations. (b)
In order to determine the Erns RNase activities of the different mutant viruses, SK-6 cells were
infected, mock treated, or left untreated for 40 h. After total cell protein harvest by hypotonic lysis,
the Dy-781-O1-RNA probe (black arrowhead) was incubated with EMEM containing RNase A or with
the cell extracts and, finally, separated by urea PAGE. (c) Protein extracts from parallel infected cell
cultures were separated by SDS-PAGE under nonreducing conditions and analyzed by Western
blotting and immunodetection with the anti-E2 (HC/TC26) and anti-b-actin MAbs, using the goat
anti-mouse IRDye680 as secondary antibody.
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The double mutant vPdR-H30K-5U induced acute CSF with high mortality in 5-
day-old piglets. Previous studies have shown that the sole removal of the poly-U
insertion (vPdR-5U), unique in the PdR strain, enhanced CSF virulence in piglets com-
pared to the case with the parent vPdR-36U (16). Meanwhile, virulence of the PdR
strain was attenuated by abrogating the Erns RNase activity alone (vPdR-H30K-36U) (17).
In this study, we analyzed the phenotype of the double mutant vPdR-H30K-5U in 5-day-
old piglets following the same experimental design as previously described (15, 16).
Unexpectedly, 7 out of 19 infected piglets were found dead in the pen between days 5
and 9 after vPdR-H30K-5U infection. Ten additional piglets were euthanized between
days 6 and 11 postinfection due to the severity of clinical signs, including prostration,
weakness of hindquarters, moderate to severe conjunctivitis, cyanosis, tremor, and
severe nervous disorders (Fig. 3). The two last piglets of the group (numbers 11 and
19) survived with moderate to mild clinical signs, including light diarrhea, weight loss,
and in some cases conjunctivitis, from 8 days postinfection (dpi) until the end of the
study (Fig. 3). Thus, the overall lethality of vPdR-H30K-5U in newborn piglets was 89.5%.

Infection of 5-day-old piglets with vPdR-H30K-5U resulted in high virus load in
tonsils despite low viremia and limited virus secretion.We have previously reported
that the loss of the poly-U insertion in the parental vPdR-36U enhanced CSFV replication
in piglets (16). In contrast, vPdR-H30K-36U lost its ability to replicate in piglets (17). In pres-
ent study, we evaluated the vPdR-H30K-5U double mutant for replication capacity in vivo.
Serum samples could be collected from 7 out of the 11 vPdR-H30K-5U infected piglets
that died or had to be euthanized before 8 dpi as described above. Five of them were
CSFV positive, showing cycle threshold (CT) values between 30.61 and 34.58. At 8 dpi,
seven out of the eight surviving pigs had a low serum CSFV loads, with CT values ranging
from 29.42 to 35.91 (Fig. 4). After this time point, four animals either died or were eutha-
nized from 9 to 11 dpi, showing CT values between 27.63 and 34.62 in the serum samples.
Interestingly, one of these eight piglets (number 6) had a weak quantitative reverse tran-
scription-PCR (RT-qPCR) signal (CT of 34.62) in the serum on day 11 only, despite severe
clinical signs requiring euthanasia. Only two animals survived until the end of the trial
(piglets 11 and 19), with low to undetectable CSFV RNA in the serum. Pig 11 had a weak
RT-qPCR signal in the serum on day 8 only, while pig 19 was weakly positive on days 8,
15, and 29 (Fig. 4). Accordingly, the piglets did not secrete the virus in the feces or
through the nose, except for two pigs with severe clinical signs (numbers 1 and 9) that
were positive for CSFV by nasal swabs on days 11 and 8, respectively (Fig. 4). In addition,
one of the two survivor pigs (number 11) was positive by nasal swab on day 15.

Interestingly and in contrast to the low CSFV load in the serum, all the tonsil sam-
ples collected from the 17 piglets that were euthanized due to severe CSF or were

FIG 2 IFN-a induction in pDC by direct infection with virus or by coculture with preinfected MDM.
Shown are mean IFN-a concentrations in cell culture supernatants from enriched pDC activated with
MDM preinfected with vPdR-36U, vPdR-5U, vPdR-H30K-36U, or vPdR-H30K-5U or left uninfected (cocultured)
or from enriched pDC infected directly with the indicated viruses. IFN-a was analyzed by ELISA and
quantified based on porcine IFN-a of known bioactivity. The values represent the means of 3 replicate
experiments, with the error bars showing the standard deviations.
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found dead were RT-qPCR positive for CSFV RNA, with moderate to high viral loads
(Fig. 4). The two surviving piglets euthanized at 37 dpi were weakly positive in the ton-
sil, showing a CT value of 37.18 at that time (piglet 11), while piglet 19 was negative
(Fig. 4).

Importantly, sequence analyses of the virus recovered from tonsils confirmed the
expected 39 UTR sequence and RNase knockout sequence in Erns, without any acciden-
tal mutation in these two genome regions (data not shown).

Piglets that survived vPdR-H30K-5U infection seroconverted after 3 weeks. In
accordance with previous work, infection with vPdR-H30K-36U resulted in enhanced
neutralizing antibody responses compared with the case with the parental vPdR-36U
in pigs (16, 17), while pigs infected with vPdR-5U showed a weak capacity to develop
antibodies (16). In this study, the humoral response generated in vivo after infection
with vPdR-H30K-5U was determined. The 2 out of 19 piglets that survived vPdR-H30K-5U
virus infection developed CSFV E2-specific antibodies after 15 dpi, with the first posi-
tive values measured on day 22 (Fig. 5). One of them was also positive for Erns antibod-
ies from 22 dpi onwards, while the other was anti-Erns positive for the first time on day
37, i.e., at the end of the study (Fig. 5). Low CSFV-neutralizing antibody titers were
detected in the two animals on day 22, reaching values of 1:20. Likewise, a slight
increase in the neutralizing antibody titers was noted for both animals at the end of
the study, with values of 1:80 and 1:40 (Fig. 5).

The vPdR-H30K-5U double mutant induced stronger IFN-a, IL-8, and IL-12
responses than its parent viruses. To assess the role of the RNase activity and the 39
UTR poly-U insertion in immune activation, the cytokine profiles of 14 serum samples
from 5-day-old piglets infected with the vPdR-H30K-5U double mutant were evaluated
using the Luminex system. Twelve samples were from animals that died or developed
severe disease, collected from 5 to 8 dpi, and the other two samples were from the

FIG 3 Individual clinical signs observed in piglets infected at the age of 5 days with vPdR-H30K-5U. Pigs 1 to 19 were inoculated intranasally with vPdR-
H30K-5U, and the clinical signs were monitored daily during the whole study. The severity of the clinical signs is depicted according to the key.
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surviving pigs at 8 dpi. These sera were compared with samples from age-matched
piglets infected with cDNA-derived wild-type or mutant PdR virus from previous
studies.

Remarkably, the highest IFN-a levels were detected in the serum samples of ani-
mals infected with vPdR-H30K-5U that were found dead or had to be euthanized from 5
to 11 dpi (Fig. 6), with IFN-a concentrations ranging from 315 to 2,331 pg/mL. These
values were significantly higher than in the other three groups (P # 0.001). For IL-8,
the serum concentrations were also significantly higher in the piglets infected with
vPdR-H30K-5U than in the other groups (P # 0.003), with values between 28.292 and

FIG 4 CSFV RNA detection in sera, swabs, and tonsils from the piglets infected with vPdR-H30K-5U. The CSFV RNA levels were determined by RT-qPCR in
the sera and swabs at the indicated sampling time points and in the tonsils obtained at necropsy. CT values above 40 were considered negative.

FIG 5 Evaluation of the humoral immune response in piglets after vPdR-H30K-5U infection. The E2-
and Erns-specific antibody responses were measured by specific ELISAs and are shown as percent
blocking or as S/P ratios. The neutralizing antibody titers were determined by the NPLA at weekly
intervals. The cutoff values for positive samples are indicated for the respective test.
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FIG 6 Cytokine levels in serum samples from vPdR-36U-, vPdR-5U-, vPdR-H30K-36U-, and vPdR-H30K-5U-infected piglets between days 5 and 8
postinfection. Cytokine concentrations are expressed as picograms per milliliter, calculated according to a standard curve. IFN-a, IL-8, and IL-12 levels from
low to high are represented on a scale from light to deep orange, green, and blue, respectively. The mean value was determined for each cytokine per

(Continued on next page)
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2,122.44 pg/mL. Notably, the four piglets with the highest serum IFN-a levels after
infection with vPdR-H30K-5U (numbers 7, 8, 15, and 16) also had IL-12 levels exceeding
3,000 pg/mL. This contrasted with the absence of any IL-12 response in the vPdR-H30K-
36U group (three background signals; P # 0.001) (Fig. 6). Interestingly, the two piglets
that survived vPdR-H30K-5U infection showed background levels of IFN-a and IL-12
and low IL-8 levels. Of note is the complete absence of any detectable tumor necrosis
factor alpha (TNF-a), IL-1b , IL-4, IL-6, IL-10, or IFN-g signal in any of the serum samples
analyzed, which was validated with the positive controls.

In 3-week-old pigs, the double mutant vPdR-H30K-5U induced a milder disease
with lower lethality than in 5-day-old piglets. We repeated the experiments by
infecting 3-week-old weaned pigs with vPdR-H30K-5U, to clarify whether the pheno-
types described above related to RNase-inactive Erns in the absence of the poly-U
sequence in the 39 UTR of PdR are restricted to newborn piglets. The pigs were moni-
tored for 21 days after infection and developed disease starting with apathy from day
4 after infection onwards. The clinical picture worsened for two of the animals, which
had to be euthanized on day 7 (pigs number 22 and 24) after they had constantly ele-
vated body temperature and developed severe apathy, dehydration, and prostration
(Fig. 7). The remaining pigs showed reduced liveliness and suffered from conjunctivitis,
diarrhea, and weight loss but recovered from 10 to 12 dpi until the end of the trial (Fig.
7). This corresponds to a 33% lethality. This is significantly different from the 89.5%
lethality of the same virus in newborn piglets.

In 3-week-old pigs, the vPdR-H30K-5U mutant resulted in high virus loads in
tonsils with limited viremia and secretion as in 5-day-old piglets. As for the piglets,
we analyzed the course of viremia, nasal and rectal virus secretion, and viral RNA in the
tonsils of the 3-week-old pigs (Fig. 8). On day 5 after infection, two out of the six pigs
were positive for CSFV RNA in serum, with CT values of 34.71 and 36.31, suggesting low
viral loads (pig numbers 20 and 22). On the same day, three of the four pigs (numbers
21, 23, and 25) that had undetectable viremia were positive by nasal swabs only, while
the last pig was still completely negative by all samples. At 7 dpi, the two pigs that had
to be euthanized were also positive by sera and swabs. Subsequently, among the
remaining 4 pigs that survived, only one animal tested weakly positive for CSFV by

FIG 6 Legend (Continued)

group. For each cytokine, the results from statistical comparison of the means between the groups is shown with letters in brackets, with different letters
meaning significant differences between the groups (P # 0.003), while the same letters show that there is no significant difference.

FIG 7 Individual clinical signs observed in pigs infected at the age of 3 weeks with vPdR-H30K-5U. Pigs 20 to 25 were inoculated
intranasally with vPdR-H30K-5U, and the clinical signs were monitored daily through the whole trial. Different shades of gray
represent the severity of the clinical signs according to the key.
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serum on day 11, while all remaining pigs were negative by serum and swab samples
until the end of the study (Fig. 8).

The two pigs that had to be euthanized 7 dpi showed moderate to high viral RNA
loads in the tonsils (Fig. 8). The four remaining animals showed low to moderate CSFV
RNA loads in the tonsils at the end of the study 21 dpi. In addition, as in the previous
experiment with the newborn piglets, sequence analyses of the virus recovered from
the tonsils confirmed the integrity of the 39 UTR sequence and the RNase knockout
sequence in Erns (data not shown).

The 3-week-old pigs that survived vPdR-H30K-5U infection seroconverted from
day 11 postinfection. CSFV-specific antibodies against the E2 glycoprotein were
detected on day 11 after infection in three out of the four pigs that survived vPdR-
H30K-5U infection (Fig. 9a). At 18 dpi, the four pigs had seroconverted. Meanwhile, the
anti-Erns antibody response could not be detected on day 11, and only one pig sero-
converted against Erns at 18 dpi, while a second pig became positive on day 21 (Fig.
9a). Notably, neutralizing antibody responses were detected in the surviving animals
mainly after 18 dpi. However, the neutralizing titers never reached values over 1:20
(Fig. 9b). As expected, the two animals that were euthanized at 7 dpi (pigs 22 and 24)
were negative for CSFV antibody responses (data not shown).

In 3-week-old pigs, the vPdR-H30K-5U double mutant induced drastic elevation
of IFN-a and IL-12, without IL-8 induction. The cytokine profile on day 5 after infec-
tion of the 3-week-old pigs with the vPdR-H30K-5U double mutant was like the profile
observed 5 to 8 dpi in 5-day-old piglets, except in the case of IL-8, which remained
mostly undetectable in the older pigs. All six pigs showed high concentrations of se-
rum IFN-a at 5 dpi, with values ranging from 810.19 to 1,587.20 pg/mL. Interestingly, a
steep decrease in the IFN-a levels was registered at 11 dpi, and all the serum samples
became negative in the surviving pigs (Fig. 9c). For IL-12, the concentrations were
lower than in newborns, with values between 111.45 and 635.48 pg/mL detected in
four out of six pigs at 5 dpi (Fig. 9c). Like IFN-a, IL-12 decreased at 11 dpi, being unde-
tectable in three out of the four surviving animals (Fig. 9c). As for the newborn piglets,
TNF-a, IL-1b , IL-4, IL-6, IL-10, and IFN-g remained undetectable at the times analyzed
(Fig. 9c).

DISCUSSION

The present study shows, for the first time, a synergistic effect of lacking both the
Erns RNase activity and the 39 UTR poly-U insertion in a low-virulence CSFV strain to
increase virulence and CSF severity in pigs. Infection with the vPdR-H30K-5U double

FIG 8 Determination of CSFV RNA in sera, swabs and tonsils from pigs infected at the age of 3 weeks with vPdR-H30K-5U. CSFV RNA was determined by
RT-qPCR in the sera and swabs at different sampling time points and from the tonsil samples obtained at necropsy. CT values above 40 were considered
negative.
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mutant induced acute disease with a high lethality in 5-day-old piglets as opposed to
the parent low-virulence PdR strain characterized in previous studies. The low virulence
of PdR was observed with wild-type parent virus in the field and demonstrated with
clone-derived virus (vPdR-36U) (15, 16, 19). Of note, deletion of the long 39 UTR poly-U
sequence alone (vPdR-5U) partially enhanced virulence, while abrogation of the Erns

RNase activity alone (vPdR-H30K-36U) reduced virulence and in vivo replication (16, 17).

FIG 9 Evaluation of the humoral and innate immune responses in pigs infected at the age of 3 weeks
with vPdR-H30K-5U. (a) Anti E2- and Erns-specific antibody responses are shown as percentage of blocking
(left y axis, red squares) and S/P ratios (right y axis, blue squares), respectively, as measured by specific
ELISAs. For E2 antibodies, blocking values between 30 and 40% were considered doubtful, and values
equal or greater than 40% were considered positive (red shaded area). For Erns antibodies, S/P ratios
between 0.3 and 0.5 were considered doubtful, while S/P ratios equal or greater than 0.5 were considered
positive (blue shaded area). (b) Neutralizing antibody titers determined by the NPLA. (c) Cytokine levels in
serum samples at 5 and 11 dpi. IFN-a and IL-12 levels from low to high are represented on a scale from
light to deep orange and blue, respectively.
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Despite these differences, similar replication kinetics were observed in MDM infected
with these four viruses (see also references 16 and 17), which altogether point to rele-
vant virus-host interactions during CSFV replication in vivo that are not reflected in cell
culture.

A high lethality, up to 89.5%, was observed in the vPdR-H30K-5U-infected 5-day-old pig-
lets between 5 and 11 dpi. Likewise, the clinical signs recorded for the infected piglets
were typical for the acute form of CSF, with rapid onset of disease and a lethal outcome
within a few days (1). Meanwhile, the clinical signs developed by the two surviving piglets
were associated with chronic CSF disease (1). In 3-week-old pigs, clinical signs of CSF were
observed earlier (4 dpi) but were overall milder. Nevertheless, two of six pigs were eutha-
nized for animal welfare reasons at 7 dpi. The rest of the infected animals (66%) recovered.
These results support (i) age-dependent differences in CSFV susceptibility and disease se-
verity (14, 20, 21) and (ii) a role for the Erns RNase activity and the 39 UTR in modulating the
CSFV pathogenesis in pigs (16, 17).

Neutralizing antibodies play an essential role in protection against CSFV infection
(1). The surviving animals of both ages developed specific anti-E2 and -Erns antibodies
after infection with vPdR-H30K-5U. However, the neutralizing antibody titers were lower
than the threshold established for protection against CSFV infection at 3 weeks postin-
fection in both experimental groups (22). This may have led to the possible chronic
outcome in the surviving animals (23). Thus, while the abrogation of the Erns RNase ac-
tivity in the vPdR-36U backbone enhanced the antibody responses (17), additional re-
moval of the long poly-U sequence of the 39 UTR resulted in the opposite effect, with
reduced adaptive immune response in terms of neutralizing antibodies.

The results from present study showed a synergistic effect after knocking out the
Erns RNase and deleting the long 39 UTR poly-U sequence in the PdR strain on CSF exac-
erbation and on increased CSFV replication in the tonsils, independently of the age of
the pigs. The epithelial cells of the tonsillar crypts are described as primary sites of
CSFV replication, preceding the viremic phase (1). For pestiviruses and flaviviruses, the
39 UTR is a critical element influencing viral RNA replication (24–26). It is likely that the
loss of the long poly-U in the 39 UTR improves the capacity of the virus to replicate in
the target cells of the tonsils (16). Contrasting with high replication in the tonsils,
vPdR-H30K-5U infection resulted in mild viremia and low virus secretion. This may be a
consequence of immune activation due to the lack of the Erns RNase activity in the
vPdR-H30K-5U mutant (17), favoring IFN-a responses at the systemic level, in the tissues
where virus replicates before the viremic stage (27). This disproportional activation of
innate immunity might limit systemic viral spread from the tonsils and increase virus
clearance, and at the same time, it might induce strong cytokine-mediated symptoms.
In addition, IFN-a overexpression may induce severe lymphopenia and lead to hemato-
logic disruption (10, 27), which could also increase CSF severity.

The double mutant vPdR-H30K-5U resulted in significantly higher IFN-a induction in
piglets than the single mutants or the parent vPdR-36U characterized previously (Fig.
6). High levels of systemic IFN-a were observed repeatedly in pigs infected with high-
virulence CSFV (28, 29), which appears to be a hallmark of acute severe CSF (1, 10, 27).
Contrasting with the differences in IFN-a induction by vPdR-H30K-5U and vPdR-H30K-
36U in vivo (Fig. 6), similar levels of IFN-a were found in infected pDC (Fig. 2). This con-
firms the role of CSFV Erns in the inhibition of IFN-a induction in vivo (17) and in pDC
cultures (18), and it suggests a contribution of the 39 UTR to innate immune activation
in vivo but not in MDM-pDC cocultures. Of note, none of the mutations in PdR affected
replication in MDM (Fig. 1a). Thus, the differences in IFN-a induction observed in vivo
with vPdR-H30K-5U and vPdR-H30K-36U are more complex than simply a consequence
to the basic replicative capacity of the virus.

Besides IFN-a, IL-12 was also drastically elevated in pigs that died or were eutha-
nized after vPdR-H30K-5U infection, both newborn and older pigs. Interestingly, IL-8
was elevated in the infected newborn piglets only (Fig. 6 versus Fig. 9c). These results,
together with the fact that IL-1b , IL-4, IL-6, IL-10, TNF-a, and IFN-g could not be
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detected at the systemic level after vPdR-H30K-5U infection, suggest that IFN-a, IL-12,
and to some extent IL-8 are the major cytokines contributing to CSF pathogenesis. A
cytokine storm has been associated previously with lethal forms of CSF due to high-vir-
ulence CSFV, but this phenomenon has not been extensively studied (1). It should be
noted that high levels of IL-8 and IL-12 were described for humans with a fatal out-
come of influenza A virus (H5N1) or with severe infection with severe acute respiratory
syndrome coronavirus 2 (SARS-CoV-2) (30–33). Likewise, high levels of IL-8 have been
also detected in pigs suffering from severe African swine fever (34).

The present study shows for the first time the cooperative effect of the 39 UTR and
the Erns RNase function in regulating the innate and adaptive host immunity against
CSFV, favoring virus replication in target tissue and thus contributing to disease sever-
ity. In addition, these results highlight the role played by the long 39 UTR poly-U inser-
tion in CSFV attenuation and provide new insights for CSFV vaccine development.

MATERIALS ANDMETHODS
Cells and viruses. The three cell lines used in this study, i.e., the porcine kidney cell line PK-15, the por-

cine aortic endothelial cell line PEDSV.15 (35), and the swine kidney cell line SK-6 (36), tested free of pestivi-
ruses. The PK-15 cells, obtained from the ATCC (CCL-33), were grown in minimum essential medium (MEM)
supplemented with 10% Pestivirus-free fetal bovine serum (FBS). The PEDSV.15 cells, provided by Jörg
Seebach, University of Geneva, Switzerland, were grown in Dulbecco’s modified Eagle medium (DMEM) sup-
plemented with sodium pyruvate, nonessential amino acids, 7% horse serum, and 2% porcine serum. The SK-
6 cells were obtained from M. Pensaert, Faculty of Veterinary Medicine, Ghent, Belgium, and were cultured
with the same medium as PEDSV.15 cells but without porcine serum. In addition, CD172a1 enriched porcine
pDC and porcine MDM were prepared from specific-pathogen-free (SPF) pigs as described previously (16, 18,
37). For this, blood was collected from SPF pigs bred at the Institute of Virology and Immunology (IVI) in
Mittelhäusern, Switzerland, in compliance with the animal welfare regulations of Switzerland under cantonal
license BE127/2020.

CSFV strain Alfort/187, provided by the CSFV EU Reference Laboratory, Hannover, Germany, was
used for virus neutralization assays. The cDNA-derived vPdR-36U, corresponding to the wild-type CSFV
strain PdR, and the vPdR-5U virus lacking the poly-U sequence were from previous studies (16). The
vPdR-H30K-36U virus, devoid of Erns RNase activity, was also included in the present work (17). The cDNA-
derived virus vPdR-H30K-5U was rescued from the respective cDNA as described below. All viruses were
amplified by infecting cells with 0.1 50% tissue culture infectious dose (TCID50)/cell and harvested after
72 h. The virus titers were determined by endpoint dilution in SK-6 and PEDSV.15 cells and in porcine
MDM using the peroxidase-linked assay (PLA) (38). The virus titers, expressed in TCID50s per milliliter,
were calculated using standard statistical methods (39).

Construction of the infectious clone pPdR-H30K-5U. The functional cDNA clone pPdR-H30K-5U,
encoding RNase-inactive Erns and 5 uridines in the 39 UTR, was obtained by combining the plasmids
pPdR-5U and pPdR-H30K-36U, described previously (16, 17). To this end, the SpeI-to-PspXI cassette of
pPdR-H30K-36U was replaced with the corresponding cassette released from pPdR-5U, resulting in pPdR-
H30K-5U. This construct was verified by Sanger sequencing.

Virus rescue from cDNA. The vPdR-H30K-5U virus was rescued from cDNA as described previously
(16). Briefly, pPdR-H30K-5U was linearized with SrfI, and RNA was transcribed and purified. Then, 8 � 106

PEDSV.15 cells were mixed with 1 mg of RNA in 0.4 mL of ice-cold phosphate-buffered saline (PBS) and
electroporated with two pulses at 200 V and 500 mF in a 0.2-cm electroporation cuvette (Bio-Rad) using
a Gene Pulser (Bio-Rad). The cells were then incubated in 75-cm2

flasks for 65 h at 37°C and 5% CO2. The
rescued virus was passaged once in PEDSV.15 cells. In order to control the functionality of the con-
structs, the infectivity of the RNA transcripts was determined with an infectious-center assay as
described previously (40). The complete genomes of the rescued viruses were determined by nucleotide
sequencing to exclude any accidental mutation. Viral titers were determined in PEDSV.15 cells.

Virus replication kinetics in cell culture. Porcine MDM (500,000/well) were seeded in 24-well plates
using serum-free medium. The cells were infected with vPdR-H30K-5U, vPdR-H30K-36U, and the parent
vPdR-36U at a multiplicity of infection (MOI) of 0.005 TCID50/cell. After 1 h of incubation at 37°C, the
inoculum was removed and the cells were washed once with serum-free medium followed by cultiva-
tion in complete culture medium at 37°C. At different times after infection, the plates were frozen at
270°C. After thawing, the supernatant was cleared from cell debris by low-speed centrifugation and the
virus titers were determined by endpoint dilution in SK-6 cells and immunoperoxidase staining of CSFV
E2 using the monoclonal antibody (MAb) HC/TC-26 (41).

RNase activity assay. Extracts of CSFV-infected SK-6 cells were analyzed for RNase activity as
described previously (17, 18, 42). A 50-mer RNA probe (Dy-781-O1-RNA; prepared by Fabian Axthelm,
Microsynth AG, Balgach, Switzerland) was mixed with the samples to be tested at a final concentration
of 40 nM. RNase A (3 � 1023 U/mL in MEM) was used as a digestion control, and 50 mM Tris HCl (pH 7.4)
served as the negative control. After 45 min of incubation of the reactions at 37°C, 2 volumes of 97%
formamide (Sigma) were added and a 10% polyacrylamide and 35% urea gel in 133 mM Tris HCl,
45.5 mM boric acid, and 3.2 mM EDTA was used for separation. Finally, the image was acquired with an
Odyssey infrared imaging system (LI-COR).
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Western blot analyses. Cells were lysed with a denaturing buffer (62.5 mM Tris HCl [pH 6.8], 2% so-
dium dodecyl sulfate [SDS], 10% glycerol, and 0.05% bromophenol blue) and the proteins were sepa-
rated by 10% SDS-polyacrylamide gel electrophoresis under nonreducing conditions. The proteins were
then transferred to polyvinylidene difluoride (PVDF) membranes (Immobilon-FL; Merck-Millipore) using
standard protocols. The membranes were blocked with Odyssey blocking buffer (LI-COR) and incubated
with the HC/TC-26 primary antibody and goat anti-mouse IRDye680 secondary antibody (LI-COR). An
Odyssey infrared imaging system (LI-COR) was used for data acquisition.

Stimulation of pDC for IFN-a production. Enriched porcine pDC were stimulated with infected por-
cine MDM for IFN-a production as described previously (18). Briefly, porcine MDM were seeded in 24-
well plates (200,000 cells/well) and infected at an MOI of 5 TCID50/cell for 24 h. The cells were washed
four times, followed by addition of 106 freshly isolated CD172a1 enriched pDC per well. The superna-
tants were harvested after another 22 h and analyzed for IFN-a production by enzyme-linked immuno-
sorbent assay (ELISA). The infection of the MDM was verified by immunodetection of E2 using MAb HC/
TC-26 and quantification of the immunoperoxidase signal at 450 nm.

Experimental infection of 5-day- and 3-week-old pigs. The experimental infection of pigs was
designed following the protocol described previously, using animals from the same origin (16, 17). Nineteen
newborn (5-day-old) piglets, born from Pestivirus-free sows, were allocated in the biosafety level 3 (BSL3) ani-
mal facilities at Instituto de Investigación y Tecnología Agroalimentaria, Centre de Recerca en Sanitat Animal
(IRTA-CReSA; Barcelona, Spain). The piglets, numbered from 1 to 19, were inoculated intranasally with
2.5 � 104 TCID50s of vPdR-H30K-5U (based on titers in PEDSV.15 cells). Nasal and rectal swabs and serum sam-
ples were collected from all animals at 8, 15, 22, 29, and 37 dpi. Tonsil samples were collected after euthanasia.

In addition, the virulence of the double mutant virus was also evaluated in six 3-week-old pigs from
Pestivirus-free sows (numbered 20 to 25), as in previous studies (43, 44). The six pigs were inoculated
intranasally with 2.5 � 104 TCID50s of vPdR-H30K-5U. Nasal and rectal swabs and serum samples were col-
lected at 5, 11, 18, and 21 dpi. Finally, tonsil samples were obtained after euthanasia.

The pigs were monitored daily in a blinded manner by a trained veterinarian as described before (45).
When the animals reached the discontinuation criteria, euthanasia was performed with 60 to 100 mg of pen-
tobarbital per kg of body weight injected in the vena cava cranialis, according to European directive 2010/
63/EU. The endpoint criteria were moderate to severe clinical signs, including inability to drink or feed, fall of
the hindquarters, prostration, and moderate to severe nervous disorders. The experiment was approved by
the Ethics Committee from the Generalitat of Catalonia under animal experimentation project number
10514, in accordance with Spanish and European regulations, 21 June 2019.

IFN-a quantification by ELISA. IFN-a from pDC supernatants was quantified by ELISA as describe
elsewhere (46, 47). The anti-pig IFN-a K9 and the F17 MAbs were provided by B. Charley, INRA, Jouy-en-
Josas, France. Serial dilutions of recombinant IFN-a protein (PBL Biomedical Laboratories, Piscataway,
NJ) served as a standard. The IFN-a concentrations (units per milliliter) in samples were determined by a
regression curve based on optical densities of an IFN-a standard with known bioactivity.

Detection of CSFV in infected pigs. The CSFV RNA were extracted from sera, nasal and rectal swabs,
and tissues from vPdR-H30K-5U-infected pigs by the MagAttract 96 cador pathogen kit (Qiagen), accord-
ing to the manufacturer’s instructions. Tissue samples were ground in sterile Eagle’s minimal essential
medium (EMEM; 1 g of tissue plus 9 mL of EMEM) supplemented with 2% penicillin (10,000 U/mL) and
streptomycin (10,000 U/mL). RT-qPCR (48) was used to quantify the CSFV RNA in the collected samples.
CT values equal or lower than 40 were considered positive. Samples that did not show any detectable
fluorescence were considered negative. As previously quantified, CT values from 10 to 23 were defined
as high, from 23 to 29 as moderate, and between 29 and 40 as low RNA viral loads (16, 49).

Detection of antibody responses by ELISA and virus neutralization test. The specific antibodies
against CSFV E2 and Erns in serum samples were analyzed using the CSFV Ab test (IDEXX Laboratories,
Liebfeld, Switzerland) and pigtype CSFV Erns Ab test (INDICAL BIOSCIENCE GmbH, Leipzig, Germany),
respectively. For CSFV E2-specific antibodies, the results were represented as blocking percentage value,
and samples with values of $40% were considered positive. Likewise, CSFV Erns-specific sample/positive
(S/P) values of $0.5 were considered positive. Neutralizing antibodies were quantified with the neutrali-
zation peroxidase-linked assay (NPLA) against the Alfort/187 strain. The titers were expressed as the re-
ciprocal dilution of serum that neutralized 100 TCID50s in 50% of the culture replicates.

Detection of cytokines by Luminex assay. The cytokines IFN-a, IL-1b , IL-4, IL-6, IL-8, IL-10, IL-
12p40, IFN-g, and TNF-a in serum samples were quantified with cytokine and chemokine 9-plex porcine
ProcartaPlex panel 1 (Invitrogen, Bender MedSystems GmbH, Vienna, Austria) according to the manufac-
turer’s instructions. Results were acquired on a Luminex 200, and cytokine concentrations were
expressed as picograms per milliliter, calculated according to a standard curve. A panel of serum sam-
ples from previous studies were included as control in the Luminex assay (16, 17). The panel included 10
serum samples from pigs infected with vPdR-36U and vPdR-5U (16), in addition to 18 serum samples
from piglets infected with vPdR-H30K-36U (17), all collected at the end of the first week of infection.

Statistical analyses. Statistical analyses were performed using SPSS software, version 26.0 (IBM Corp.,
Armonk, NY), using “pig” as the experimental unit. Independent-sample t test was chosen to compare cyto-
kine levels among all experimental groups. The significance level (a) was set at a P value of,0.05.

ACKNOWLEDGMENTS
This research was supported by Ministerio de Ciencia, Innovación y Universidades, of the

Spanish government under grant RTI2018-100887-B-I00. M.W. has a predoctoral fellowship
CSC scholarship (2017) from the Chinese government. J.A.B. has a predoctoral fellowship,

Lethal CSF Due to Joint Effect of 39 UTR and Erns RNase Journal of Virology

July 2022 Volume 96 Issue 14 10.1128/jvi.00438-22 13

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/j

vi
 o

n 
13

 S
ep

te
m

be
r 

20
22

 b
y 

84
.8

8.
89

.1
29

.

https://journals.asm.org/journal/jvi
https://doi.org/10.1128/jvi.00438-22


FPI 2016, from the Ministerio de Ciencia, Innovación y Universidades, of the Spanish
government. IRTA is supported by CERCA Program/Generalitat de Catalunya.

We thank Ivan Cordón and the CReSA animal facility staff for their help with the in
vivo experiments.

REFERENCES
1. Ganges L, Crooke HR, Bohórquez JA, Postel A, Sakoda Y, Becher P, Ruggli

N. 2020. Classical swine fever virus: the past, present and future. Virus Res
289:198151. https://doi.org/10.1016/j.virusres.2020.198151.

2. WOAH. 2022. Classical swine fever. World Organisation for Animal
Health (WOAH, founded as OIE), Paris, France. https://www.woah.org/
en/disease/classical-swine-fever/.

3. Postel A, Nishi T, Kameyama KI, Meyer D, Suckstorff O, Fukai K, Becher P.
2019. Reemergence of classical swine fever, Japan, 2018. Emerg Infect Dis
25:1228–1231. https://doi.org/10.3201/eid2506.181578.

4. Coronado L, Bohórquez JA, Muñoz-González S, Perez LJ, Rosell R, Fonseca
O, Delgado L, Perera CL, Frías MT, Ganges L. 2019. Investigation of chronic
and persistent classical swine fever infections under field conditions and
their impact on vaccine efficacy. BMC Vet Res 15:247. https://doi.org/10
.1186/s12917-019-1982-x.

5. Meyers G, Thiel HJ. 1996. Molecular characterization of pestiviruses. Adv
Virus Res 47:53–118. https://doi.org/10.1016/s0065-3527(08)60734-4.

6. Tautz N, Tews BA, Meyers G. 2015. The molecular biology of pestiviruses.
Adv Virus Res 93:47–160. https://doi.org/10.1016/bs.aivir.2015.03.002.

7. Ruggli N, Bird BH, Liu L, Bauhofer O, Tratschin JD, Hofmann MA. 2005.
Npro of classical swine fever virus is an antagonist of double-stranded
RNA-mediated apoptosis and IFN-a/b induction. Virology 340:265–276.
https://doi.org/10.1016/j.virol.2005.06.033.

8. Mätzener P, Magkouras I, Rümenapf T, Peterhans E, Schweizer M. 2009.
The viral RNase Erns prevents IFN type-I triggering by pestiviral single-
and double-stranded RNAs. Virus Res 140:15–23. https://doi.org/10.1016/j
.virusres.2008.10.015.

9. Meyers G, Ege A, Fetzer C, von Freyburg M, Elbers K, Carr V, Prentice H,
Charleston B, Schurmann E-M. 2007. Bovine viral diarrhea virus: preven-
tion of persistent fetal infection by a combination of two mutations
affecting Erns RNase and Npro protease. J Virol 81:3327–3338. https://doi
.org/10.1128/JVI.02372-06.

10. Summerfield A, Ruggli N. 2015. Immune responses against classical swine
fever virus: between ignorance and lunacy. Front Vet Sci 2:10–19. https://
doi.org/10.3389/fvets.2015.00010.

11. Schneider R, Unger G, Stark R, Schneider-Scherzer E, Thiel HJ. 1993. Identi-
fication of a structural glycoprotein of an RNA virus as a ribonuclease. Sci-
ence 261:1169–1171. https://doi.org/10.1126/science.8356450.

12. Magkouras I, Mätzener P, Rümenapf T, Peterhans E, Schweizer M. 2008.
RNase-dependent inhibition of extracellular, but not intracellular, dsRNA-
induced interferon synthesis by Erns of pestiviruses. J Gen Virol 89:
2501–2506. https://doi.org/10.1099/vir.0.2008/003749-0.

13. Lussi C, Schweizer M. 2016. What can pestiviral endonucleases teach us
about innate immunotolerance? Cytokine Growth Factor Rev 29:53–62.
https://doi.org/10.1016/j.cytogfr.2016.03.003.

14. Muñoz-González S, Ruggli N, Rosell R, Pérez LJ, Frías-Leuporeau MT, Fraile
L, Montoya M, Cordoba L, Domingo M, Ehrensperger F, Summerfield A,
Ganges L. 2015. Postnatal persistent infection with classical swine fever
virus and its immunological implications. PLoS One 10:e0125692. https://
doi.org/10.1371/journal.pone.0125692.

15. Coronado L, Liniger M, Muñoz-González S, Postel A, Pérez LJ, Pérez-Simó
M, Perera CL, Frías- Lepoureau MT, Rosell R, Grundhoff A, Indenbirken D,
Alawi M, Fischer N, Becher P, Ruggli N, Ganges L. 2017. Novel poly-uridine
insertion in the 39UTR and E2 amino acid substitutions in a low virulent
classical swine fever virus. Vet Microbiol 201:103–112. https://doi.org/10
.1016/j.vetmic.2017.01.013.

16. Wang M, Liniger M, Muñoz-González S, Bohórquez JA, Hinojosa Y, Gerber
M, López-Soria S, Rosell R, Ruggli N, Ganges L. 2020. A polyuridine inser-
tion in the 39 untranslated region of classical swine fever virus activates
immunity and reduces viral virulence in piglets. J Virol 94:e01214-19.
https://doi.org/10.1128/JVI.01214-19.

17. Wang M, Bohórquez JA, Hinojosa Y, Muñoz-González S, Gerber M, Coronado L,
Perera CL, Liniger M, Ruggli N, Ganges L. 2021. Abrogation of the RNase activity
of Erns in a low virulence classical swine fever virus enhances the humoral

immune response and reduces virulence, transmissibility, and persistence in
pigs. Virulence 12:2037–2049. https://doi.org/10.1080/21505594.2021.1959715.

18. Python S, Gerber M, Suter R, Ruggli N, Summerfield A. 2013. Efficient sens-
ing of infected cells in absence of virus particles by blasmacytoid [sic]
dendritic cells is blocked by the viral ribonuclease Erns. PLoS Pathog 9:
e1003412. https://doi.org/10.1371/journal.ppat.1003412.

19. Pérez LJ, Díaz de Arce H, Perera CL, Rosell R, Frías MT, Percedo MI, Tarradas J,
Dominguez P, Núñez JI, Ganges L. 2012. Positive selection pressure on the B/
C domains of the E2-gene of classical swine fever virus in endemic areas
under C-strain vaccination. Infect Genet Evol 12:1405–1412. https://doi.org/
10.1016/j.meegid.2012.04.030.

20. Nielsen J, Lohse L, Rasmussen TB, Uttenthal Å. 2010. Classical swine fever
in 6- and 11-week-old pigs: haematological and immunological parame-
ters are modulated in pigs with mild clinical disease. Vet Immunol Immu-
nopathol 138:159–173. https://doi.org/10.1016/j.vetimm.2010.07.012.

21. Bohórquez JA, Wang M, Pérez-Simó M, Vidal E, Rosell R, Ganges L. 2019.
Low CD4/CD8 ratio in classical swine fever postnatal persistent infection
generated at 3 weeks after birth. Transbound Emerg Dis 66:752–762.
https://doi.org/10.1111/tbed.13080.

22. Terpstra C, Bloemraad M, Gielkens ALJ. 1984. The neutralizing peroxi-
dase-linked assay for detection of antibody against swine fever virus. Vet
Microbiol 9:113–120. https://doi.org/10.1016/0378-1135(84)90026-9.

23. Rout M, Saikumar G. 2012. Virus load in pigs affected with different clini-
cal forms of classical swine fever. Transbound Emerg Dis 59:128–133.
https://doi.org/10.1111/j.1865-1682.2011.01251.x.

24. Brinton MA, Miller WA. 2015. Positive strand RNA virus replication: it
depends on the ends. Virus Res 206:1–2. https://doi.org/10.1016/j.virusres
.2015.06.010.

25. Kellman EM, Offerdahl DK, Melik W, Bloom ME. 2018. Viral determinants
of virulence in tick-borne flaviviruses. Viruses 10:329. https://doi.org/10
.3390/v10060329.

26. Pankraz A, Thiel H-J, Becher P. 2005. Essential and nonessential elements
in the 39 nontranslated region of bovine viral diarrhea virus. J Virol 79:
9119–9127. https://doi.org/10.1128/JVI.79.14.9119-9127.2005.

27. Summerfield A, Alves M, Ruggli N, De Bruin MGM, McCullough KC. 2006.
High IFN-a responses associated with depletion of lymphocytes and nat-
ural IFN-producing cells during classical swine fever. J Interferon Cytokine
Res 26:248–255. https://doi.org/10.1089/jir.2006.26.248.

28. Ruggli N, Summerfield A, Fiebach AR, Guzylack-Piriou L, Bauhofer O,
Lamm CG, Waltersperger S, Matsuno K, Liu L, Gerber M, Choi KH,
Hofmann MA, Sakoda Y, Tratschin J-D. 2009. Classical swine fever virus
can remain virulent after specific elimination of the interferon regulatory
factor 3-degrading function of Npro. J Virol 83:817–829. https://doi.org/10
.1128/JVI.01509-08.

29. Tarradas J, de la Torre ME, Rosell R, Perez LJ, Pujols J, Muñoz M, Muñoz I,
Muñoz S, Abad X, Domingo M, Fraile L, Ganges L. 2014. The impact of
CSFV on the immune response to control infection. Virus Res 185:82–91.
https://doi.org/10.1016/j.virusres.2014.03.004.

30. De Jong MD, Simmons CP, Thanh TT, Hien VM, Smith GJD, Chau TNB,
Hoang DM, Chau NVV, Khanh TH, Dong VC, Qui PT, Van Cam B, Ha DQ,
Guan Y, Peiris JSM, Chinh NT, Hien TT, Farrar J. 2006. Fatal outcome of
human influenza A (H5N1) is associated with high viral load and hypercy-
tokinemia. Nat Med 12:1203–1207. https://doi.org/10.1038/nm1477.

31. Costela-Ruiz VJ, Illescas-Montes R, Puerta-Puerta JM, Ruiz C, Melguizo-
Rodríguez L. 2020. SARS-CoV-2 infection: the role of cytokines in COVID-19
disease. Cytokine Growth Factor Rev 54:62–75. https://doi.org/10.1016/j
.cytogfr.2020.06.001.

32. Guan W, Ni Z, Hu Y, Liang W, Ou C, He J, Liu L, Shan H, Lei C, Hui DSC, Du
B, Li L, Zeng G, Yuen K-Y, Chen R, Tang C, Wang T, Chen P, Xiang J, Li S,
Wang J, Liang Z, Peng Y, Wei L, Liu Y, Hu Y, Peng P, Wang J, Liu J, Chen Z,
Li G, Zheng Z, Qiu S, Luo J, Ye C, Zhu S, Zhong N, China Medical Treatment
Expert Group for Covid-19. 2020. Clinical characteristics of coronavirus
disease 2019 in China. N Engl J Med 382:1708–1720. https://doi.org/10
.1056/NEJMoa2002032.

Lethal CSF Due to Joint Effect of 39 UTR and Erns RNase Journal of Virology

July 2022 Volume 96 Issue 14 10.1128/jvi.00438-22 14

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/j

vi
 o

n 
13

 S
ep

te
m

be
r 

20
22

 b
y 

84
.8

8.
89

.1
29

.

https://doi.org/10.1016/j.virusres.2020.198151
https://www.woah.org/en/disease/classical-swine-fever/
https://www.woah.org/en/disease/classical-swine-fever/
https://doi.org/10.3201/eid2506.181578
https://doi.org/10.1186/s12917-019-1982-x
https://doi.org/10.1186/s12917-019-1982-x
https://doi.org/10.1016/s0065-3527(08)60734-4
https://doi.org/10.1016/bs.aivir.2015.03.002
https://doi.org/10.1016/j.virol.2005.06.033
https://doi.org/10.1016/j.virusres.2008.10.015
https://doi.org/10.1016/j.virusres.2008.10.015
https://doi.org/10.1128/JVI.02372-06
https://doi.org/10.1128/JVI.02372-06
https://doi.org/10.3389/fvets.2015.00010
https://doi.org/10.3389/fvets.2015.00010
https://doi.org/10.1126/science.8356450
https://doi.org/10.1099/vir.0.2008/003749-0
https://doi.org/10.1016/j.cytogfr.2016.03.003
https://doi.org/10.1371/journal.pone.0125692
https://doi.org/10.1371/journal.pone.0125692
https://doi.org/10.1016/j.vetmic.2017.01.013
https://doi.org/10.1016/j.vetmic.2017.01.013
https://doi.org/10.1128/JVI.01214-19
https://doi.org/10.1080/21505594.2021.1959715
https://doi.org/10.1371/journal.ppat.1003412
https://doi.org/10.1016/j.meegid.2012.04.030
https://doi.org/10.1016/j.meegid.2012.04.030
https://doi.org/10.1016/j.vetimm.2010.07.012
https://doi.org/10.1111/tbed.13080
https://doi.org/10.1016/0378-1135(84)90026-9
https://doi.org/10.1111/j.1865-1682.2011.01251.x
https://doi.org/10.1016/j.virusres.2015.06.010
https://doi.org/10.1016/j.virusres.2015.06.010
https://doi.org/10.3390/v10060329
https://doi.org/10.3390/v10060329
https://doi.org/10.1128/JVI.79.14.9119-9127.2005
https://doi.org/10.1089/jir.2006.26.248
https://doi.org/10.1128/JVI.01509-08
https://doi.org/10.1128/JVI.01509-08
https://doi.org/10.1016/j.virusres.2014.03.004
https://doi.org/10.1038/nm1477
https://doi.org/10.1016/j.cytogfr.2020.06.001
https://doi.org/10.1016/j.cytogfr.2020.06.001
https://doi.org/10.1056/NEJMoa2002032
https://doi.org/10.1056/NEJMoa2002032
https://journals.asm.org/journal/jvi
https://doi.org/10.1128/jvi.00438-22


33. Kesmez Can F, Özkurt Z, Öztürk N, Sezen S. 2021. Effect of IL-6, IL-8/
CXCL8, IP-10/CXCL 10 levels on the severity in COVID 19 infection. Int J
Clin Pract 75:e14970. https://doi.org/10.1111/ijcp.14970.

34. Wang S, Zhang J, Zhang Y, Yang J, Wang L, Qi Y, Han X, Zhou X, Miao F,
Chen T, Wang Y, Zhang F, Zhang S, Hu R. 2020. Cytokine storm in domes-
tic pigs induced by infection of virulent African swine fever virus. Front
Vet Sci 7:601641. https://doi.org/10.3389/fvets.2020.601641.

35. Seebach JD, Schneider MKJ, Comrack CA, LeGuern A, Kolb SA, Knolle PA,
Germana S, DerSimonian H, LeGuern C, Sachs DH. 2001. Immortalized
bone-marrow derived pig endothelial cells. Xenotransplantation 8:48–61.
https://doi.org/10.1034/j.1399-3089.2001.00075.x.

36. Kasza L, Shadduck JA, Christofinis GJ. 1972. Establishment, viral suscepti-
bility and biological characteristics of a swine kidney cell line SK-6. Res
Vet Sci 13:46–51. https://doi.org/10.1016/S0034-5288(18)34087-6.

37. Ogno G, Sautter CA, Canelli E, García-Nicolás O, Stadejek T, Martelli P,
Borghetti P, Summerfield A. 2019. In vitro characterization of PRRSV isolates
with different in vivo virulence using monocyte-derived macrophages. Vet
Microbiol 231:139–146. https://doi.org/10.1016/j.vetmic.2019.03.008.

38. Wensvoort G, Terpstra C, Boonstra J, Bloemraad M, Van Zaane D. 1986.
Production of monoclonal antibodies against swine fever virus and their
use in laboratory diagnosis. Vet Microbiol 12:101–108. https://doi.org/10
.1016/0378-1135(86)90072-6.

39. Reed LJ, Muench H. 1938. A simple method of estimating fifty per cent end-
points. Am J Epidemiol 27:493–497. https://doi.org/10.1093/oxfordjournals
.aje.a118408.

40. Mendez E, Ruggli N, Collett MS, Rice CM. 1998. Infectious bovine viral diar-
rhea virus (strain NADL) RNA from stable cDNA clones: a cellular insert
determines NS3 production and viral cytopathogenicity. J Virol 72:
4737–4745. https://doi.org/10.1128/JVI.72.6.4737-4745.1998.

41. Greiser-Wilke I, Moennig V, Coulibaly COZ, Dahle J, Leder L, Liess B. 1990.
Identification of conserved epitopes on a hog cholera virus protein. Arch
Virol 111:213–225. https://doi.org/10.1007/BF01311055.

42. Itakura Y, Matsuno K, Ito A, Gerber M, Liniger M, Fujimoto Y, Tamura T,
Ichiro Kameyama K, Okamatsu M, Ruggli N, Kida H, Sakoda Y. 2020. A

cloned classical swine fever virus derived from the vaccine strain GPE2

causes cytopathic effect in CPK-NS cells via type-I interferon-dependent
necroptosis. Virus Res 276:197809. https://doi.org/10.1016/j.virusres.2019
.197809.

43. Lamothe-Reyes Y, Bohórquez JA, Wang M, Alberch M, Pérez-Simó M, Rosell
R, Ganges L. 2021. Early and solid protection afforded by the Thiverval vac-
cine provides novel vaccination alternatives against classical swine fever vi-
rus. Vaccines 9:464. https://doi.org/10.3390/vaccines9050464.

44. Bohórquez JA, Sozzi E, WangM, AlberchM, Abad X, Gaffuri A, Lelli D, Rosell R,
Pérez LJ, Moreno A, Ganges L. 2022. The new emerging ovine pestivirus can
infect pigs and confers strong protection against classical swine fever virus.
Transbound Emerg Dis 69:1539–1555. https://doi.org/10.1111/tbed.14119.

45. Muñoz-González S, Pérez-Simó M, Colom-Cadena A, Cabezón O,
Bohórquez JA, Rosell R, Pérez LJ, Marco I, Lavín S, Domingo M, Ganges L.
2016. Classical swine fever virus vs. classical swine fever virus: the superin-
fection exclusion phenomenon in experimentally infected wild boar.
PLoS One 11:e0149469. https://doi.org/10.1371/journal.pone.0149469.

46. Guzylack-Piriou L, Balmelli C, Mccullough KC, Summerfield A. 2004. Type-A
CpG oligonucleotides activate exclusively porcine natural interferon-produc-
ing cells to secrete interferon-a, tumour necrosis factor-a and interleukin-12.
Immunology 112:28–37. https://doi.org/10.1111/j.1365-2567.2004.01856.x.

47. Diaz de Arce H, Artursson K, L'Haridon R, Perers A, La Bonnardiere C, Alm GV.
1992. A sensitive immunoassay for porcine interferon-a. Vet Immunol Immu-
nopathol 30:319–327. https://doi.org/10.1016/0165-2427(92)90102-V.

48. Hoffmann B, Beer M, Schelp C, Schirrmeier H, Depner K. 2005. Validation
of a real-time RT-PCR assay for sensitive and specific detection of classical
swine fever. J Virol Methods 130:36–44. https://doi.org/10.1016/j.jviromet
.2005.05.030.

49. Tarradas J, Monsó M, Fraile L, de la Torre BG, Muñoz M, Rosell R, Riquelme
C, Pérez LJ, Nofrarías M, Domingo M, Sobrino F, Andreu D, Ganges L.
2012. A T-cell epitope on NS3 non-structural protein enhances the B and
T cell responses elicited by dendrimeric constructions against CSFV in
domestic pigs. Vet Immunol Immunopathol 150:36–46. https://doi.org/10
.1016/j.vetimm.2012.08.006.

Lethal CSF Due to Joint Effect of 39 UTR and Erns RNase Journal of Virology

July 2022 Volume 96 Issue 14 10.1128/jvi.00438-22 15

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/j

vi
 o

n 
13

 S
ep

te
m

be
r 

20
22

 b
y 

84
.8

8.
89

.1
29

.

https://doi.org/10.1111/ijcp.14970
https://doi.org/10.3389/fvets.2020.601641
https://doi.org/10.1034/j.1399-3089.2001.00075.x
https://doi.org/10.1016/S0034-5288(18)34087-6
https://doi.org/10.1016/j.vetmic.2019.03.008
https://doi.org/10.1016/0378-1135(86)90072-6
https://doi.org/10.1016/0378-1135(86)90072-6
https://doi.org/10.1093/oxfordjournals.aje.a118408
https://doi.org/10.1093/oxfordjournals.aje.a118408
https://doi.org/10.1128/JVI.72.6.4737-4745.1998
https://doi.org/10.1007/BF01311055
https://doi.org/10.1016/j.virusres.2019.197809
https://doi.org/10.1016/j.virusres.2019.197809
https://doi.org/10.3390/vaccines9050464
https://doi.org/10.1111/tbed.14119
https://doi.org/10.1371/journal.pone.0149469
https://doi.org/10.1111/j.1365-2567.2004.01856.x
https://doi.org/10.1016/0165-2427(92)90102-V
https://doi.org/10.1016/j.jviromet.2005.05.030
https://doi.org/10.1016/j.jviromet.2005.05.030
https://doi.org/10.1016/j.vetimm.2012.08.006
https://doi.org/10.1016/j.vetimm.2012.08.006
https://journals.asm.org/journal/jvi
https://doi.org/10.1128/jvi.00438-22

	RESULTS
	Inactivation of the Erns RNase and deletion of the poly-U sequence in PdR did not impair virus replication in cell culture compared with that of the parent virus.
	The vPdR-H30K-5U double mutant strongly activated the IFN-α response in pDC.
	The double mutant vPdR-H30K-5U induced acute CSF with high mortality in 5-day-old piglets.
	Infection of 5-day-old piglets with vPdR-H30K-5U resulted in high virus load in tonsils despite low viremia and limited virus secretion.
	Piglets that survived vPdR-H30K-5U infection seroconverted after 3 weeks.
	The vPdR-H30K-5U double mutant induced stronger IFN-α, IL-8, and IL-12 responses than its parent viruses.
	In 3-week-old pigs, the double mutant vPdR-H30K-5U induced a milder disease with lower lethality than in 5-day-old piglets.
	In 3-week-old pigs, the vPdR-H30K-5U mutant resulted in high virus loads in tonsils with limited viremia and secretion as in 5-day-old piglets.
	The 3-week-old pigs that survived vPdR-H30K-5U infection seroconverted from day 11 postinfection.
	In 3-week-old pigs, the vPdR-H30K-5U double mutant induced drastic elevation of IFN-α and IL-12, without IL-8 induction.

	DISCUSSION
	MATERIALS AND METHODS
	Cells and viruses.
	Construction of the infectious clone pPdR-H30K-5U.
	Virus rescue from cDNA.
	Virus replication kinetics in cell culture.
	RNase activity assay.
	Western blot analyses.
	Stimulation of pDC for IFN-α production.
	Experimental infection of 5-day- and 3-week-old pigs.
	IFN-α quantification by ELISA.
	Detection of CSFV in infected pigs.
	Detection of antibody responses by ELISA and virus neutralization test.
	Detection of cytokines by Luminex assay.
	Statistical analyses.

	ACKNOWLEDGMENTS
	REFERENCES

